Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.002 Å; R factor = 0.048; wR factor = 0.147; data-to-parameter ratio = 14.8.
In the title compound, C 18 H 16 O 4 , a monoprenylated xanthone, the xanthone skeleton exhibits an essentially planar conformation (r.m.s. deviation 0.0072 Å ) and the isoprenyl side chain remains approximately in the mean plane of the xanthone unit, making a dihedral angle of 4.5 (2) . The hydroxyl group forms an intramolecular O-HÁ Á ÁO hydrogen bond. Moreover, there is a weak intermolecular C-HÁ Á ÁO interaction between a ring C atom and the xanthene O atom. In the crystal structure, there are no intermolecular hydrogen bonds and the crystallographic packing is governed by van der Waals forces, leading to an arrangement in which the molecules assemble with their planes parallel to each other, having a separation of 3.6 (3) Å .
Related literature
For a review of the biological activity of prenylated xanthones, see: Pinto et al. (2005) . For background literature and synthesis of prenylated xanthones, see: Pinto et al. (2005) ; Epifano et al. (2007) ; Castanheiro et al. (2007) . For the synthesis of the title compound using microwave radiation, see: Castanheiro et al. (2009) . For analysis of related structures of xanthone derivatives, see: Gales et al. (2001 Gales et al. ( , 2005a ; Castanheiro et al. (2007) . For the interaction with biological membranes and target proteins, see: Maia et al. (2005) ; Epifano et al. (2007) . For a review of prenylated xanthone crystal structures, see: Table 1 Hydrogen-bond geometry (Å , ). Symmetry code: (i) Àx þ 1; Ày þ 2; Àz þ 1.
Data collection: CrysAlis CCD (Oxford Diffraction, 2004); cell refinement: CrysAlis CCD; data reduction: CrysAlis RED (Oxford Diffraction, 2004); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Johnson & Burnett, 1996) ; software used to prepare material for publication: SHELXL97. 
Comment
Prenylated xanthones have been reported to mediate a number of important biological activities, concerning a large variety of targets with therapeutic value. The presence of the prenyl side chains seems to enhance the interaction with biological membranes and with target proteins (Maia et al., 2005 and Epifano et al., 2007) and we plan to further study these kind of interactions.
However, the synthesis of prenylated xanthones usually involves toxic reagents and is considered not only very demanding but also environmentally unfriendly (Castanheiro et al., 2007) . We have looked for an alternative method to obtain prenylated xanthones. The title compound was the first example of a prenylated xanthone synthesized by the microwave irradiation method (Castanheiro et al., 2009) . In fact, microwave-assisted heating under controlled conditions is an invaluable technology for medicinal chemistry because it often dramatically reduces reaction times.
In the crystal, the title compound molecules are essentially planar (Fig. 1) . The isoprenyl side chain adopts a nearly coplanar conformation relatively to the xanthone skeleton (corresponding dihedral angle 4.5 (2)°). This is an exception because in the crystal structures of other prenylated xanthones, the isoprenyl side chain is usually out of the plane of the xanthones moiety (for a review of prenylated xanthone crystal structures see: . Moreover, the hydroxyl substituent bound to C1 forms a strong intramolecular hydrogen bond to O11 [O1-H1A···O11 = 2.5845 (17) Å].
In the crystal structure, the title compound forms stacking planes ( Fig. 2 ) with intermolecular separation of 3.6 Å. The packing of the molecules is governed by van der Waals forces and there are no intermolecular hydrogen bonds.
Experimental
Prenylation was carried out using prenyl bromide in alkaline medium under microwave irradiation according to the procedure reported by Castanheiro et al. (2009) . Single crystals suitable for X-ray crystallographic analysis were grown by recrystallization from slow evaporation of a CH 2 Cl 2 /PE (60-80) solution.
Refinement
Non-hydrogen atoms were refined anisotropically. The H atoms were positioned with idealized geometry using a riding model [O-H = 0.82, C-H = 0.93-0.97 Å]. All H atoms were refined with isotropic displacement parameters [set to 1.2 times of the U eq of the parent atom (1.5 times for the methyl groups)]. Fig. 1 . The molecular structure of the title compound, with atom labels and 50% probability displacement ellipsoids for non-H atoms. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
0.0865 (9) 0.0539 (7) 0.0832 (9) −0.0265 (6) 0.0115 (7) −0.0323 (6) O2 0.0812 (8) 0.0638 (8) 0.0629 (7) −0.0349 (6) 0.0260 (6) −0.0248 (6) O10 0.0642 (7) 0.0533 (7) 0.0592 (7) −0.0242 (5) 0.0179 (5) −0.0229 (5) O11 0.0800 (8) 0.0676 (8) 0.0872 (9) −0.0196 (7) 0.0159 (7) −0.0447 (7) C1 0.0567 (9) 0.0432 (9) 0.0611 (10) −0.0120 (7) −0.0055 (8) −0.0158 (7) C2 0.0588 (10) 0.0490 (10) 0.0579 (10) −0.0207 (8) 0.0024 (8) −0.0118 (8) C3 0.0562 (9) 0.0508 (10) 0.0519 (9) −0.0157 (7) 0.0032 (7) −0.0145 (7) C4 0.0635 (10) 0.0489 (9) 0.0579 (9) −0.0211 (8) 0.0108 (8) −0.0229 (8) C4A 0.0511 (9) 0.0435 (9) 0.0530 (9) −0.0138 (7) 0.0024 (7) −0.0140 (7) C5 0.0684 (11) 0.0575 (10) 0.0618 (10) −0.0196 (9) 0.0132 (8) −0.0161 (8) C6 0.0727 (12) 0.0681 (12) 0.0644 (11) −0.0201 (10) 0.0158 (9) −0.0071 (9) C7 0.0728 (12) 0.0791 (14) 0.0542 (10) −0.0099 (10) 0.0166 (9) −0.0157 (9) C8 0.0668 (11) 0.0676 (12) 0.0573 (10) −0.0061 (9) 0.0053 (9) −0.0229 (9) C8A 0.0504 (9) 0.0562 (10) 0.0503 (9) −0.0056 (7) 0.0025 (7) −0.0174 (8) C9 0.0542 (9) 0.0522 (10) 0.0617 (10) −0.0063 (7) −0.0029 (8) −0.0241 (8) C9A 0.0476 (8) 0.0463 (9) 0.0545 (9) −0.0088 (7) −0.0027 (7) −0.0160 (7) C10A 0.0525 (9) 0.0540 (10) 0.0492 (9) −0.0100 (7) 0.0050 (7) −0.0140 (7) 
